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Percent Identity | human RI chimp Rl mouse RI rat Rl bovine RI porcine Rl chicken RI
human RI 98 73 75 74 77 49
chimp RI 98 73 75 74 77 49
mouse RI 73 73 90 76 76 48
rat RI 75 75 90 76 76 50
bovine RI 74 74 76 76 84 49
porcine RI 77 77 76 76 84 47
chicken RI 49 49 48 50 49 47
B
Percent Identity. | human RNase chimp RNase mouse RNase rat RNase bovine RNase porcine RNase __ chicken RNase
human RNase 97 70 65 69 75 30
chimp RNase 97 68 65 69 75 31
mouse RNase 70 68 76 70 74 35
rat RNase 65 65 76 66 66 27
bovine RNase 69 69 70 66 79 28
porcine RNase 75 75 74 66 79 31
chicken RNase 30 31 35 27 28 31

FIGURE S-1: Percent identity between Rls (A) and ribonucleases (B) in Figure 5.
Percent identities were determined by using the default values in the program
Clustal W (1).
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Multiple sequence al
Figure 5A. Conserved residues are shown as black boxes. Sequence alignments of RI were

performed by using the default values in the program Clustal W (/). Accession codes for RI are

listed in the experimental procedures.

FIGURE S-2
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human (Homo sapiens) KE S RAKKI|F|QIR|QHM|ID]- S DS SPS SSST|Y CNJQ RRRNM- TQGL PVINTFVHIEPL VDVAQ 58
chimp (Pan troglodytes) KE S RAKKI|FIQR|IQH|V|D]- SDSSPSSSST|y CN|Q RRRNM- TQGR PVINTFVHIEPL VDVAQ 58
mouse (Mus musculus) RESAAQKI|F|QR|QHM|ID]- PDGS SI NSPT|Y CN|Q KRRDM- TNGS PVINTFVHIEPL ADVAQ 58
rat (Rattus norvegicus) RE S S ADKI|F|KIRIQHM|ID]- TEGP SK SSPT|Y CNJ|Q KRQGM- TKGS PVINTFVHIEPL EDVAQ 58
bovine (Bos taurus) KETAAAKI|I|EIR|IQHM|D]- S S TS AA SSSN|YCNJ|Q KSRNL - TKDR PVINTFVHIESL ADVAQ 58
porcine (Sus scrofa) KE S P AKKI|F|QIR|IQH|M|D|]- P DS S S S NSSNJ|Y CNJL SRRNM- TQGR PVINTFVHIESL ADVAQ 58
chicken (Gallus gallus) VPTYQD|FJLIR|JTH|JVIDJF P KT SFP NI AAJY CNJV VRRGI NVHGR SLINTFVHITDP RNLN 59
human (Homo sapiens) FQEKVTCKNGQGNCYKSNSSMHI|TDCIRLTNGSRY[PINICIAIY[RT SPKERHI I VAICIE|G|s PY 18
chimp (Pan troglodytes) FQEKVTCKNGQGNCYKSNSSMRI|TDCIRLTNGSRYIPINICIAIYIRTSPKERHI I VAICIE|G|SPY 18
mouse (Mus musculus) SQENVTCKNRKSNCYKSSSALHI|ITDCHLKGNS SKY|IPINICID[YIKTTQYQKHI I VAICIE|GINPY 118
rat (Rattus norvegicus) SQGQVTCKNGRNNCHKSSSTLRIITDCIRLKGS SKY|IPINICDIY|TTTDSQKHI I I AICID|GINPY 118
bovine (Bos taurus) SQKNVACKNGQTNCYQSYSTMSI|ITDCIRETGS SKYIPINICIAIYIKTTQANKHI | VAICIE|GINPY 118
porcine (Sus scrofa) SQI NVNCKNGQTNCYQSNSTMHI|ITDCIRQT GS SKY|PINICJAIYIKASQEQKHI I VAIC|IE|GINPP 18
chicken (Gallus gallus) I NQ- - - - - - PNRALRTTQQQLPVITDCIKLI RS - - HIP|ITICISIYJTGNQFNHRVRVGI|IC|WI|G|G - - 109
human (Homo sapiens) HIFIDJASVEDST 128
chimp (Pan troglodytes) H|IFIDJA SV EDS 128
mouse (Mus musculus) HIFIDIA TV - - 124
rat (Rattus norvegicus) H|F ID|IA S V - 124
bovine (Bos taurus) H|IFID|IA S V - 124
porcine (Sus scrofa) H|IFIDIA S V - 124
chicken (Gallus gallus) HILIDJG T F P 116

FIGURE S-3: Multiple sequence alignment of ribonucleases used to construct the phylogenetic
tree in Figure 5B. The sequences of bovine seminal ribonuclease and bovine brain ribonuclease
are not shown for clarity. Conserved residues are shown as black boxes. Sequence alignments of
ribonucleases were performed by using the default values in the program Clustal W (7).
Accession codes for ribonucleases are listed in the experimental procedures.
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